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T@% Tutorial 1.3: Run Enrichment Analysis

Run an enrichment analysis to test which KEGG pathways are

= enriched among genes significantly up-regulated in different types
of cancer
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You are about to perform an enrichment analysis.

This wizard will help you through simple steps on configuring the parameters of the analysis.

This wizard can be configured with the parameters of an example analysis so you won't need to fill any
parameter to evaluate it. Select the option below that says "Fill this wizard with an example" and press the
"Next® button.

You will find much more information on the user's guide at www.gitools.org

You have the option of fill
automatically any analysis wizard in

STEP 2

Gitools with an example to learn to
perform the analysis

Click Next
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matrix that you will load. In
this case is a Continuous
data matrix. And select the
file that contains the data
matrix. Click Next.
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Optionally, a list of genes (elements)
can be loaded to be excluded from the
data matrix for the analysis.

| Population / Background elements:

Transform to 1 (0 otherwise) cells with value |.I955 than

LI Filter out rows for which no information appears in the modules

-

STEP 4

Transform the continuous data matrix
to a binary matrix by choosing a
transformation criterion. In this case,
since the data matrix contains p-
values, we want that values lower than
0.05 (meaning significantly up-
regulated) are converted to 1
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STEP 8

Optionally type a Title and
Notes for the analysis that

you are running. Click
Finish

({B&:k) ( Next >
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Title EA of KEGG pathways in gep———"—> R TRy
tumour types _
Once the calculations are completed

1| you will have a new tab with the
details of the analysis.

Notes
Created Thu Oct 28 10:07:56 CES
Elapsed time 586 ns

File IntOGen_upreg_tumortype_KEGGpathways-data,cd
Filter  Binary cutoff filter for values less than 0.05

Heatmap

File IntOGen_upreg_tumortype_KEGGpathways-modules.ixm.gz
Minimum size 20

Maximum size No limit

View
Multiple test correction Benjamini Hochberg FDR
Heatmap

STEP 8

Click the Results
heatmap button
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tumour types (results)

Columns 20
Rows 181

Heatmap for enrichment results created.

to a column in the data
matrix. In this case each
column is a tumor type
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This heatmap displays
the results of your

enrichment analysis
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to a module. In this
case a KEGG pathway
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Every cell is the result of one
enrichment analysis. The color
of each cell indicates whether
the genes annotated with the
KEGG term are enriched
among genes up-regulated in
this cancer type.
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THANKS FOR USING GITOOLS

http://www.gitools.org
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