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Tutorial 1.2: Import Pathways From KEGG

Import a module file that maps human genes to KEGG pathways
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More actions

Openananalysis

Opendata ina heatmap

STEP 1

Click Import Data from
KEGG or select Import>
Modules>KEGG
pathways...
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The Ensembl database is used to map between identifiers.
" ErMm You can choose which Ensembl version to work with,
by defaulr the most recent version is used, /
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Leave default
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ornithorhynchus anatinus
taeniopygia guttata

caenorhapditis elegans
macacy mulatta
monodplghis domestica
drosophils melanogaster
ciona integtinalis

STEP 2

Select homo sapiens
and click Next
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STar ensembl Proteins

— |UCSC ID
' [CCDS ID
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S [HGNCID STEP 3
. HGNC symbal - — _
238 |HCNG automatic gene name Select the type of identifier for genes. This must
HGNC curated gene name correspond with the attribute of the rows in you dat
.| |[HGNC automatic transcript name matrix. In this case since the attribute used in
| [HGMNC curated transcript name . .
IP1ID INtOGen matrix are Ensembl Gene IDs, we will
Mon MEROPS ID choose this for attributes of items in the module file.
| |MIM Marbid Accession Click Next.
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Select destination file

File homo_sapiens__kegg_pathways__ensembl_genes.tcm already exists

~ " Name homo_sapiens__kegg_pathways__ensembl_genes
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| “Browse... )

Folder | /Users/nurialopez/CITOOLS/modulefiles
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[ Browse.. |

Format | Two columns mappings (tcm, tem.gz)
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Generated file /Users/nurialopez/GITOOLS/modulefiles/homo_sapiens__kegg_path
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ensembl_genes.tcm

STEP 4

Give a name to the
file that will be
downloaded and
indicate a Folder
where to place it.
Click Finish.

[ Finish )

ok
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M ™ M || homo_sapiens__kegg_pathways__e...

home_sapiens__kegg_pathways__ensembl_genes.tcm
homo_sapiens__kegg_pathways__ensembl_genes_annotations.tsv

JENSGBEEBEET1242
| ENSGABRBEE1L95989
| EMSGABRRBAIA3TE
| ENSGRRERRL1AI45S
| ENSGABREE17 3839
EMSGERRRE1AS953
EMSGERRBEERZ 238
EMSGEERREETE954
EMSGEBRRE1E4216
EMSGERRRE1EZ 256
EMSGEARREL1186539
EMSGEAEAE11 2062
EMSGEAREE1 345313
EMSGERRRE140052
EMSGERRBELATZE3
EMSGERAEAE145675
EMSGEARRE19794 3
EMSGEBARRE1455349
EMSGEARRE11A551
EMSGEARRELTE1A4
EMSGHERREESTREE
EMSGEBRRE127 314
ENSGERRRE141586
EMSGERRRELLVETE
EMSGEBRRE1A8455
EMSGEBERE141518
EMNSGERARRE1 95665
EMSGERARREEIEELS
EMSGEAEAE1A9S39
EMSGEAREE1AR06G
EMSGEBARRE14565.3
EMSGERRRELTESTZ
ENSGARARRT 9744 >
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thzaBd7as
thzaBd7as
theaBd72z2
theaBd4722
thzaBd7as
thzaBd7as
path:
path:
path:
path:
theaBd72z
theaBd722
theaBd4722
thzaBd7as
theaBd72z
theaBd722
theaBd4722
thzaBd7as
thzaBd7as
path:
path:
path:
path:
theaBd72z2
theaB4722
thzaBd7as
thzaBd7as
theaBd72z
theaBd722
theaBd4722
thzaBd7as
sh=nR47es

hzoB4722
hzaB47:=2
hzaB47:22
hzaB47:22

hzoB4722
hzaB47:=2
hzaB47:22
hzaB4722

ENS
ENS
ENS

ensl  This file is a two columns file that
Eg maps the gene with the pathway id

:

Once the download has been
completed you will have two new files
in the directory that you indicated.
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M ™ ™ | | homo_sapiens__kegg_pathways__ensembl_genes_annotationstcm

buth:hsuﬂ4?22 Meurotrophin signaling pathway - Homo sopiens (human’
path:hzaB4728  Long-term potentiation - Homo sapiens {human’)

path:hzoB3868  Protein export - Homo sapiens (human’

path:hzoB3448  Homologous recombination — Homo sapiens (human’)
path:hzaBEB28  Prion dizeases - Homo sapiens (human’

path:hzaBA198  Oxidotive phosphorylotion - Homo sapiens {human’)
path:hzaBBZ98  Maline, leucine and izoleucine biosynthesiz - Homo sopiens (human?
path:hzaB4718  Circodion rhythm - mammal - Homo sapiens {human )
path:hzaBBE98  Arachidonic acid metobolism - Homo sapiens (human’
path:hzaBBE91  Linoleic acid metabolism - Homo sapiens {human’)
path:hzaBBA7L  Fotty ocid metabolizm - Homo sopiens {human’)

path:hzaBBE92  glpho-Linolenic acid metabolism - Homo sapiens (human
path:hzaBBA?Z  Synthesis and degrodotion of ketone bodies - Homo sopiens (human?
path:hzaB4818  Regulotion of actin cytoskeleton - Homo sapiens (human )
path:hzaB34E58  Mon-homologous end-joining - Homo sapiens {human’)
path:hzaBB798  Folote biosynthesiz - Homo sopiens {human’)

path:hzaBBAEL  Fotty ocid biosynthesiz - Homo sapiens {human’)

path:hzaBBAEZ  Fotty ocid elongation in mitochondria - Homo szopiens (humon’
path:hzoB3848  Splicecsome - Homo sapiens (human’

path:hzaBA785  Lipoic acid metabolizm - Homo sapiens {human’)

path:hzaB4318  Wnt signaling pathwoy - Homo sopiens {human ')

path:hzaB4973  Corbohydrate digestion and absorption - Homo zopiens (humon’
path:hzaB4972  Poncreatic secretion - Homo sopiens {human’)

path:hzaB4971  Gostric acid secretion - Homo sapiens {human’)

path:hzoB&142  Chogos dizease - Homo sapiens (human’

path:hzaB4818  MAPE signaling pathwoy - Homo sapiens (human

path:hzaB4978  Salivaory secretion - Homo sapiens (human’

path:hzaBs144  Maloria - Homo sapiens (human’

path:hzaB5145  Toxoplosmosizs - Homo sapiens (human’

path:hzaBE146  Amoebiosis - Homo zapiens (human’

This file is a table with the
annotations of pathway ids. For each

pathway id the name of the pathway
is indicated.
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THANKS FOR USING GITOOLS

http://www.gitools.org
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